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Distance tree of res ults 

Legend for links to other resources: ES UniGene Q GEO Q Gene S Structure Map Viewer 

Sequences producing significant alignments: 

(Click headers to sort columns) 



Ay973860 . 


1 


Hepatitis C virus 
NS5B RNA dependent 
cds 


isolate cs2a-4 polyprotein gene, 
. RNA polymerase region, partial 


3092 


3092 


97% 


0. 


,0 


99% 


AY973859. 


1 


Hepatitis C virus 
NS5B RNA dependent 
cds 


isolate cs2a-l polyprotein gene, 
. RNA polymerase region, partial 


3075 


3075 


97% 


0. 


,0 


99% 


AF177036. 


1 


Hepatitis C virus subtype 2a strain HC-J6CH clone 
pJ6CF, complete genome 


3075 


3075 


97% 


0. 


,0 


99% 


Ay973858. 


1 


Hepatitis C virus 
NS5B RNA dependent 
cds 


isolate 2a-con polyprotein gene, 
; RNA polymerase region, partial 


3014 


3014 


•97% 


0. 


,0 


99% 


D00944.1 




Hepatitis C virus 
complete cds 


genomic RNA for polyprotein, 


2737 


2737 


97% 


0. 


.0 


96% 


AB047641. 


1 


Hepatitis C virus 
cds, clone :JCH-2 


gene for polyprotein, complete 


2643 


2643 


97% 


0. 


.0 


95% 


AB047645. 


1 


Hepatitis C virus 
cds, clone:JCH-6 


gene for polyprotein, complete 


2549 


2549 


97% 


0. 


.0 


94% 


AF238483. 


1 


Hepatitis C virus 
genome 


subtype 2a strain MD2a-"4, complete 


2523 


2523 


99% 


0. 


.0 


93% 


AY746460. 


1 


Hepatitis C virus 
complete cds 


genotype 2a polyprotein gene. 


2499 


2499 


98% 


0. 


.0 


93% 


AF238484. 


1 


Hepatitis C virus 
genome 


subtype 2a strain MD2a-5, complete 


2494 


2494 


97% 


0. 


.0 


93% 


AF169003. 


1 


Heoatitis C virus 
genome 


subtype 2a isolate G2aKl, complete 


2490 


2490 


97% 


0. 


.0 


93% 


AB047640. 


1 


riC^Cl L. X L. X O V-/ V X x. u o 

cds, clone :JCH-1 


(^CilC XVJX X y ^ X. U L, C X 1 1 , i^Vjlll^JXC uc 


2488 


2488 


99% 


0. 


.0 


92% 


AF238482. 


1 


nC^ClL.Xl«XO \^ VXXLtO 

genome 


SXJlkJK^y^KS Ol,XClXll LlLJ£,Ci £. f \^Ultl^XCUC 


2477 


2477 


97% 


0. 


.0 


93% 


AF169005. 


1 


Hepatitis C virus 
genome 


subtype 2a isolate NDM59, complete 


2475 


2475 


99% 


0. 


.0 


92% 


AF238481. 


1 


Hepatitis C virus 
genome 


subtype 2a strain MD2a-l, complete 


2471 


2471 


97% 


0. 


.0 


93% 


AF169002. 


1 


Hepatitis C virus 
complete genome 


subtype 2a isolate NDM228, 


2470 


2470 


97% 


0. 


.0 


93% 


AF238485. 


1 


Hepatitis C virus 
genome 


subtype 2a strain MD2a-7, complete 


2455 


2455 


98% 


0. 


.0 


92% 


AB047644. 


1 


Hepatitis C virus 
cds, clone :JCH-5 


gene for polyprotein, complete 


2444 


2444 


97% 


0. 


.0 


92% 


AF169004 . 


1 


Hepatitis C virus 

genome 


subtype 2a isolate G2aK3, complete 


2440 


2440 


97% 


0. 


.0 


92% 


AB047642. 


1 


Hepatitis C virus 
cds, clone :JCH-3 


gene for polyprotein, complete 


2438 


2438 


97% 


0. 


.0 


92% 


AB047643. 


1 


Hepatitis C virus 
cds, clone:JCH-4 


gene for polyprotein) complete 


2383 


2383 


97% 


0. 


.0 


92% 


AB237837. 


1 


Hepatitis C virus full-length replicon pFGR-JFHl 
RNA, complete sequence 


2344 


2344 


97% 


0. 


.0 


91% 



AB047639.1 Hepatitis C virus {isolate JFH-1) genomic RNA, 2344 2344 97% 0.0 91% 

complete genome 



AB114136.1 
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Hepatitis C virus replicon pSGR-JFHl gene for 
neomysin resistance gene product, hepatitis C virus 
nonstructural protein, complete cds 



AB031663. 


1 


Hepatitis C virus 
complete genome 


(isolate VAT96) genomic RNA, 


1596 


1596 


98% 


0. 


.0 


83% 


D10076.1 




Hepatitis C virus (HCV) genomic 
part of NS5 region 


RNA, 3 '-terminal 


1570 


1570 


60% 


0. 


.0 


94% 


D50409.1 




Hepatitis C virus 
complete genome 


(isolate BEBEl) genomic RNA, 


1563 


1563 


98% 


0. 


.0 


83% 


DQ155561. 


1 


Hepatitis C virus 
partial cds • 


(isolate D54) 


polyprotein gene. 


1539 


1539 


98% 


0. 


.0 


83% 


Ay232731. 


1 


Hepatitis C virus 
complete cds 


clone MD2bl-2 


polyprotein mRNA, 


1491 


1491 


98% 


0. 


.0 


82% 


Ay232730. 


1 


Hepatitis C virus 
complete cds 


clone MD2bl-l 


polyprotein mRNA, 


1480 


1480 


98% 


0. 


.0 


82% 


Ay232743. 


1 


Hepatitis C virus 
complete cds 


clone MD2b7-2 


polyprotein mRNA, 


1447 


1447 


98% 


0. 


.0 


82% 


AY232742. 


1 


Hepatitis C virus 
complete cds 


clone MD2b7-l 


polyprotein mRNA, 


1447 


1447 


98% 


0. 


.0 


82% 


AY232738. 


1 


Hepatitis C virus 
complete cds 


clone MD2b5-l 


polyprotein mRNA, 


1413 


1413 


98% 


0. 


.0 


81% 


Ay232735. 


1 


Hepatitis C virus 
complete cds 


clone MD2b3-2 


polyprotein mRNA, 


1408 


1408 


98% 


0. 


.0 


81% 


D10988.1 




Hepatitis C virus 


genome 




1402 


1402 


98% 


0 , 


.0 


81% 


AY232739. 


1 


Hepatitis C virus 
complete cds 


clone MD2b5-2 


polyprotein mRNA, 


1397 


1397 


98% 


0, 


.0 


81% 


Ay232737. 


1 


Hepatitis C virus 
complete cds 


clone MD2b4-2 


polyprotein mRNA, 


1397 


1397 


98% 


0. 


.0 


81% 


AY232734. 


1 


Hepatitis C virus 
complete cds 


clone MD2b3-l 


polyprotein mRNA, 


1363 


1363 


98% 


0. 


.0 


81% 


D49776.1 




Hepatitis C virus 
partial cds 


isolate JK128 


gene for NS5, 


1075 


1075 


60% 


0, 


.0 


85% 


D86529.1 




Hepatitis C virus 
partial cds and 3' 


gene for polyprotein (NS5 region) , 
UTR, isolate: BA045 


1059 


1059 


60% 


0, 


.0 


85% 


D49777.1 




Hepatitis C virus 
partial cds 


isolate JK139 


gene for NS5, 


1048 


1048 


60% 


0. 


,0 


85% 


D84398.1 




Hepatitis C virus gene for polyprotein {NS5 region) , 

partial cds, isolate : UD254 


1042 


1042 


60% 


0. 


.0 


85% 


D86532.1 




Hepatitis C virus gene for polyprotein (NS5 region) , 
partial cds and 3'UTR, isolate: RU169 


1037 


1037 


60% 


0, 


.0 


85% 


D49769.1 




Hepatitis C virus 
partial cds 


isolate JK081 


gene for NS5, 


1037 


1037 


60% 


0. 


.0 


85% 


D49775.1 




Hepatitis C virus 
partial cds 


isolate JK117 


gene for NS5, 


1026 


1026 


60% 


0. 


.0 


84% 


D49780.1 




Hepatitis C virus 
partial cds 


isolate JK151 


gene for NS5, 


1014 


1014 


60% 


0. 


.0 


84% 


D49761.1 




Hepatitis C virus 
partial cds 


isolate JK025 


gene for NS5, 


1014 


1014 


60% 


0, 


.0 


84% 


D49772.1 




Hepatitis C virus 
partial cds 


isolate JK109 


gene for NS5, 


1009 


1009 


60% 


0. 


.0 


84% 


D49760.1 




Hepatitis C virus 
partial cds 


isolate JK020 


gene for NS5, 


1009 


1009 


60% 


0. 


.0 


84% 


D49778.1 




Hepatitis C virus 
partial cds 


isolate JK143 


gene for NS5, 


1003 


1003 


60% 


0. 


.0 


84% 


D86530.1 




Hepatitis C virus 
partial cds and 3' 


gene for polyprotein {NS5 region), 
UTR, isolate: BA047 


948 


948 


59% 


0. 


,0 


83% 
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AB2842d2. 


1 


Hepatitis C virus subtype 6a gene for polyprotein 
{NS5B region), partial cds, isolate: TV137 


741 


741 


28% 


0.0 


93% 


AB281370. 


1 


Hepatitis C virus gene for polyprotein {NS5B 
region), partial cds, isolate: VT368 


702 


702 


26% 


0.0 


94% 


AB281423. 


1 


Hepatitis C virus gene for polyprotein (NS5B 
region), partial cds, isolate: VT538 


686 


686 


26.% 


0.0 


93% 


AB281394. 


1 


Hepatitis C virus gene for polyprotein {NS5B 
region), partial cds, isolate: VT449 


686 


686 


26% 


0.0 


93% 


AB281369. 


1 


Hepatitis C virus gene for polyprotein (NS5B 
region), partial cds, isolate: VT130 


680 


680 


27% 


0.0 


93% 


AB281376. 


1 


Hepatitis C virus gene for polyprotein (NS5B 
region), partial cds, isolate: VT399 


675 


675 


27% 


0.0 


92% 


AB284218. 


1 


Hepatitis C virus subtype 2a gene for polyprotein 

(NS5B region), partial cds, isolate: TV158 


671 


671 


26% 


0.0 


92% 


AB284192. 


1 


Hepatitis C virus subtype 2a gene for polyprotein 
(NS5B region), partial cds, isolate: TV124 


669 


669 


26% 


0.0 


93% 


AB281402. 


1 


Hepatitis C virus gene for polyprotein (NS5B 
region), partial cds, isolate: VT475 


664 


664 


27% 


0.0 


92% 


AB284203. 


1 


Hepatitis C virus subtype 2a gene for polyprotein 
(NS5B region), partial cds, isolate: TV138 


662 


662 


25% 


0.0 


93% 


AB281410. 


1 


Hepatitis C virus gene for polyprotein (NS5B 
region), partial cds, isolate: VT503 


658 


658 


26% 


0.0 


92% 


DQ238634. 


1 


Hepatitis C virus isolate DONll NS5B protein {NS5B) 

gene, partial cds 


652 


652 


23% 


0.0 


95% 


U14293.1 




Hepatitis C virus 2a K33 RNA polymerase (ns5) gene, 
partial cds 


649 


649 


24% 


0.0 


94% 


AB281407. 


1 


Hepatitis C virus gene for polyprotein (NS5B 
region), partial cds, isolate: VT496 


643 


643 


27% 


0.0 


91% 


U14294.1 




Hepatitis C virus 2a K43 RNA polymerase (ns5) gene, 
partial cds 


643 


643 


24% 


0.0 


94% 


AB281381. 


1 


Hepatitis C virus gene for polyprotein (NS5B 
region), partial cds, isolate: VT420 


636 


636 


27% 


le- 
178 


91% 


DQ238705. 


1 


Hepatitis C virus isolate DON97 NS5B protein {NS5B) 
gene, partial cds 


636 


636 


23% 


le- 
178 


94% 


AB284228. 


1 


Hepatitis C virus subtype 2a gene for polyprotein 
(NS5B region), partial cds, isolate: TV106 


614 


614 


24% 


5e- 
172 


92% 


AB284249. 


1 


Hepatitis C virus subtype 2a gene for polyprotein 
{NS5B region), partial cds, isolate: VT550 


588 


588 


23% 


3e- 
164 


93% 


AY004015. 


1 


Hepatitis C virus isolate IDU189 clone II non- 
structural protein 5b gene, partial cds 


580 


580 


23% 


5e- 
162 


92% 


AY004016. 


1 


Hepatitis C virus isolate IDU189 clone III non- 
structural protein 5b gene, partial cds 


575 


575 


23% 


2e- 

160 


92% 


Ay004014. 


1 


Hepatitis C virus isolate IDU189 clone I non- 
structural protein 5b gene, partial cds 


575 


575 


23% 


2e- 
160 


92% 


AY834959. 


1 


Hepatitis C virus isolate gb32 NS5b protein gene, 

partial cds 


573 


573 


21% 


8e- 
160. 


93% 


U14288.1 




Hepatitis C virus 2a 127 RNA polymerase (ns5) gene, 
partial cds 


571 


571 


24% 


3e- 
159 


91% 


AY004017. 


1 


Hepatitis C virus isolate IDU189 clone IV .non- 
structural protein 5b gene, partial cds 


569 


569 


23% 


le- 
158 


92% 


Ay834970. 


1 


Hepatitis C virus isolate b j 1 NS5b protein gene, 
partial cds 


569 


569 


21% 


le- 

158 


93% 


AY834955. 


1 


Hepatitis C virus isolate bjl65 NS5b protein gene, 
partial cds 


568 


568 


21% 


4e- 
158 


93% 


DQ220940. 


1 


Hepatitis C virus isolate G2MP031 NS5B (NS5B) gene, 
partial cds 


566 


566 


22% 


le- 
157 


92% 
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028848!! 




Hepatitis C 


virus 


RNA for 


NS5, partial sequence 


566 


566 


21% 


le- 

157 


94% 


AY834956.1 


Hepatitis C 
partial cds 


virus 


isolate 


bj779 NS5b protein gene, 


564 


564 


21% 


5e- 
157 


93% 


AY834957. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


bj665 NS5b protein gene. 


562 


562 


21% 


2e- 
156 


93% 


AY834969. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


S2450 NS5b protein gene, 


558 


558 


21% 


2e- 
155 


93% 


DQ220938. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


G2MP043 NS5B {NS5B) gene. 


549 


549 


22% 


le- 
152 


91% 


AB284240. 


1 


Hepatitis C virus subtype 
{NS5B region) , partial cds 


2a gene for polyprotein 
;, isolate: VT96 


547 


547 


27% 


5e- 
152 


87% 


AY834958. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


bj688 NS5b protein gene, 


547 


547 


21% 


5e- 
152 


92% 


AY834967. 


1 


Hepatitis C 

partial cds 


virus 


isolate 


g22 NS5b protein gene, 


545 


545 


21% 


2e- 
151 


92% 


AB284236. 


1 


Hepatitis C virus subtype 
(NS5B region) , partial cds 


2a gene for polyprotein 
;, isolate: VT909 


544 


544 


21% 


6e- 
151 


93% 


AY834968. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


kin49 NS5b protein gene, 


540 


540 ' 


21% 


8e- 
150 


92% 


DQ220931. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


G2MP034 NS5B (NS5B) gene. 


536 


536 


22% 


le- 
148 


91% 


AY834965. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


zzl2 NS5b protein gene, 


536 


536 


21% 


le- 

148 


91% 


AY834961. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


sy7 NS5b protein gene, 


536 


536 


21% 


le- 
148 


92% 


DQ220939. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


G2MP040 NS5B (NS5B) gene, 


531 


531 


22% 


5e- 
147 


91% 


DQ220926. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


G2MP029 NS5B (NS5B) gene, 


531 


531 


22% 


5e- 
147 


91% 


AY834964. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


bj675 NS5b protein gene. 


531 


531 


21% 


5e- 
147 


92% 


AY834960. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


224 NS5b protein gene, 


531 


531 


21% 


5e- 
147 


92% 


DQ220937. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


G2MP038 NS5B (NS5B) gene, 


529 


529 


22% 


2e- 
146 


89% 


D14190. 1 




Hepatitis C 
SR103 


virus 


gene for NS5, partial cds, isolate 


529 


529 


19% 


2e- 
146 


94% 


AY834963. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


lcm46 NS5b protein gene. 


527 


527 


21% 


6e- 
146 


91% 


AY834971. 


1 


Hepatitis C 
partial cds 


virus 


isolate 


gz6 NS5b protein gene. 


525 


525 


21% 


2e- 
145 


91% 
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Alignments 



>gb| Ay973860 . 1 1 Hepatitis C virus isolate cs2a-4 polyprotein gene, NS5B RNA dependent 

RNA polymerase region, partial cds 

Length=1770 

Score = 3092 bits (1674), Expect = 0.0 
Identities = 1676/1677 (99%), Gaps = 0/1677 (0%) 
Strand=Plus/Plus 



Query 
Sbjct 


37 
28 


ACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 


96 
87 


Query 

buj Ct 


97 

o o 


CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 


156 
14 7 


Query 
sd j ct 


157 

1 >l o 
14 O 


GTAACTTTTGATAGGATGCAAGTGCTCGACTCCTACTACGACTCAGTCTTAAAGGACATT 


216 
207 


Query 
Sb j ct 


217 

o rk o 


AAGCTAGCGGCCTCCAAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTTA 


276 
267 


Query 
Sbjct 


277 
268 


ACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTTG 


336 
327 


Query 
Sb j ct 


337 

o o 

328 


TCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGAA 


396 
387 


Query 
Sbjct 


397 
388 


ACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAAG 


456 
447 


Query 
Sbjct 


457 
4 48 


GGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGAG 


516 
507 


Query 
Sbjct 


517 
508 


AAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTAT 


576 
567 


Query 
Sbjct 


511 
■ 568 


GGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGAAAAG 


636 
627 


Query 
Sbjct 


637 
628 


AAGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAGA 


696 
687 


Query 
Sbjct 


697 
688 


GACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACACT 


756 
747 


Query 
Sbjct 


757 
748 


GCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAGGGC 


816 
807 


Query 
Sbjct 


817 
808 


CAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAAC 


876 
867 


Query 
Sbjct 


877 
868 


ACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAAGCTGCAGGGATAATCGCGCCC 


936 
927 


Query 
Sbjct 


937 
928 


ACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGAG 


996 
987 


Query 
Sbjct 


997 
988 


GACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCTGGT 


1056 
1047 


Query 
Sbjct 


1057 
1048 


GAcccccccAGACCGGAGTATGATCTGGAGCTGATAACATCTTGCTCCTCAAATGTGTCT 


1116 
1107 


Query 
Sbjct 


1117 
1108 


GTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTCCA 


1176 
1167 


Query 
Sbjct 


1177 
1168 


ATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTCATGGCTGGGAAAC 


1236 
1227 


Query 
Sbjct 


1237 
1228 


ATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTCCTGATGACACACTTCTTCTCC 


1296 
1287 


Query 


1297 


ATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGGTG 


1356 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 
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Sbjct '1288 ' 1347 

Query 1357 TACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGACGCT 1416 

Sbjct 1348 1407 

Query 1417 TTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGAAAA 14 7 6 

Sbjct 1408 1467 

Query 14 77 CTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCTC 1536 

Sbjct 1468 1527 

Query 1537 ATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTGAAG 1596 

Sbjct 1528 1587 

Query 1597 ACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGGTTC 1656 

Sbjct 1588 1647 

Query 1657 ACCGTCGGCGCCGGCGGGGGCGACATTTATCACAGCGTGTCGCGTGCCCGACCACGC 1713 

Sbjct 1648 C... 1704 



>gb I AY973859 . 1 1 Hepatitis C virus isolate cs2a-l polyprotein gene, NS5B RNA dependent 

RNA polymerase region, partial cds 

Length=1761 

Score = 3075 bits (1665), Expect = 0.0 
Identities = 1673/1677 (99%), Gaps = 0/1677 (0%) 
Strand=Plus/Plus 



Query 
Sbjct 


37 
19 


ACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCC 


96 

78 


Query 
Sbjct 


97 
79 


CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 
C 


156 
138 


Query 
Sbjct 


157 
139 


GTAACTTTTGATAGGATGCAAGTGCTCGACTCCTACTACGACTCAGTCTTAAAGGACATT 


216 
198 


Query 
Sbjct 


217 
199 


AAGCTAGCGGCCTCCAAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTTA 


276 
258 


Query 
Sbjct 


277 
259 


ACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTTG 


336 
318 


Query 
Sbjct 


337 
319 


TCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGAA 


396 
378 


Query 
Sbjct 


397 
379 


ACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAAG 


456 
438 


Query 
Sbjct 


457 
439 


GGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGAG 
G 


516 
498 


Query 
Sbjct 


517 
499 


AAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTAT 


576 
558 


Query 
Sbjct 


577 
559 


GGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGAAAAG 


636 
618 


Query 
Sbjct 


637 
619 


AAGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAGA 


696 
678 


Query 
Sbjct 


697 
67 9 


GACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACACT 


756 
738 


Query 
Sbjct 


757 

739 


GCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAGGGC 


816 
7.98 


Query 
Sbjct 


817 
799 


CAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAAC 


876 
858 


Query 
Sbjct 


877 
859 


ACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAAGCTGCAGGGATAATCGCGCCC 


936 
918 


Query 
Sbjct 


937 
919 


ACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGAG 


996 
978 


Query 
Sbjct 


997 
979 


GACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCTGGT 


1056 
1038 


Query 


1057 


GAcccccccAGACCGGAGTATGATCTGGAGCTGATAACATCTTGCTCCTCAAATGTGTCT 


1116 
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Sbjct' 1039' 



1098 



Query 1117 GTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTCCA 117 6 

Sbjct 1099 1158 

Query 1177 ATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTCATGGCTGGGAAAC 1236 

Sbjct 1159 ■ 1218 

Query 1237 ATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTCCTGATGACACACTTCTTCTCC 1296 

Sbjct 1219 1278 

Query 1297 ATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGGTG 1356 

Sbjct 1279 1338 

Query 1357 TACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGACGCT 1416 

Sbjct 1339 1398 

Query 1417 TTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGAAAA 14 7 6 

Sbjct 1399 1458 

Query 14 77 CTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCTC 1536 

Sbjct 1459 ■ 1518 

Query 1537 ATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTGAAG 1596 

Sbjct 1519 T : 1578 

Query 1597 ACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGGTTC 1656 

Sbjct 1579 1638 

Query 1657 ACCGTCGGCGCCGGCGGGGGCGACATTT ATCACAGCGTGTCGCGTGCCCGACCACGC 1713 

Sbjct 1639 C... 1695 

>gb I AF177036.il Hepatitis C virus subtype 2a strain HC-J6CH clone pJ6CF, complete 

genome 

Length=9711 

Score = 3075 bits (1665), Expect = 0.0 

Identities = 1673/1677 (99%), Gaps = 0/1677 (0%) 
Strand=Plus/Plus 

Query 37 ACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 96 

Sbjct 7700 7759 

Query 97 CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 156 

Sbjct 7760 • 7819 

Que ry 157 GTAACTTTTGATAGGATGCAAGTGCTCGACTCCTACTACGACTCAGTCTTAAAGGACATT 216 

Sbjct 7820 7879 

Query 217 AAGCTAGCGGCCTCCAAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTTA 27 6 

Sbjct 7880 7939 

Que r y 277 ACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTTG 336 

Sbjct 7940 7999 

Query 337 TCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGAA 396 

Sbjct 8000 8059 

Query 397 ACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAAG 4 56 

Sbjct 8060 8119 

Query 4 57 GGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGAG 516 

Sbjct 8120 8179 

Query 517 AAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTAT 57 6 

Sbjct 8180 8239 

Query 577 GGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGAAAAG 636 

Sbjct 8240 8299 

Query 637 AAGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAGA 696 

Sbjct 8300 8359 

Query 697 GACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACACT 756 

Sbjct 8360 • 8419 

Query 7 57 GCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAGGGC 816 

Sbjct 8420 8479 

Query 817 CAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAAC 87 6 
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Sbjct 


'8480 




8539 


Query 
Sbjct 


877 
8540 


ACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAAGCTGCAGGGATAATCGCGCCC 


936 
8599 


Query 
Sbjct 


937 
8600 


ACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGAG 


996 
8659 


Query 
Sbjct 


997 
8660 


GACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCTGGT 


1056 
8719 


Query 
Sbjct 


1057 
8720 


GAcccccccAGACCGGAGTATGATCTGGAGCTGATAACATCTTGCTCCTCAAATGTGTCT 


1116 
8779 


Query 
Sbjct 


1117 
8780 


GTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTCCA 


1176 
8839 


Query 
Sbjct 


1177 
8840 


ATCGCCCGGGCTGCCTGGGTVAACAGTTAGACACTCCCCTGTCTVATTCATGGCTGGGAAAC 


1236 
8899 


Query 
Sbjct 


1237 
8900 


ATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTCCTGATGACACACTTCTTCTCC 


1296 
8959 


Query 
Sbjct 


1297 
8960 


ATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGGTG 


1356 
9019 


Query 
Sbjct 


1357 
9020 


TACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGACGCT 


1416 
9079 


Query 
Sbjct 


1417 
9080 


TTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGAAAA 


1476 
9139 


Query 
Sbjct 


1477 
9140 


CTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCTC 


1536 
9199 


Query 
Sbjct 


1537 
9200 


ATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTGAAG 
T T 


1596 
9259 


Query 
Sbjct 


1597 
9260 


ACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGGTTC 
A 


1656 
9319 


Query 
Sbjct 


1657 
9320 


ACCGTCGGCGCCGGCGGGGGCGACATTT ATCACAGCGTGTCGCGTGCCCGACCACGC 1713 
C... 9376 



>gb| AY973858 . 1 1 Hepatitis C virus isolate 2a-con polyprotein gene, NS5B RNA dependent 

RNA polymerase region, partial cds 

Length=1776 

Score = 3014 bits (1632), Expect = 0.0 
Identities =1662/1677 (99%), Gaps = 0/1677 (0%) 
Strand=Plus/Plus 



Query 
Sbjct 


37 
34 


ACTCCTTGTAGTCCCG7UVGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 
G 


96 

93 


Query 
Sbjct 


97 
94 


CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 
C 


156 
153 


Query 
Sbjct 


157 
154 


GTAACTTTTGATAGGATGCAAGTGCTCGACTCCTACTACGACTCAGTCTT/y^GGACATT 
T 


216 
213 


Query 
Sbjct 


217 
214 


AAGCTAGCGGCCTCC7VAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTTA 


276 
273 


Query 
Sbjct 


277 
274 


ACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTTG 
C 


336 
333 


Query 
Sbjct 


337 
334 


TCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGAA 
C. . 


396 
393 


Query 
Sbjct 


397 
394 


ACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAAG 


456 
453 


Query 
Sbjct 


457 
454 


GGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGAG 


516 
513 


Query 
Sbjct 


517 
514 


AAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTAT 


576 
573 


Query 


577 


GGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGAAAAG 


636 
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Sbjct ■ 


' 574 




633 


Query 
Sbjct 


637 
634 


AAGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAGA 


696 
693 


Query 
Sbjct 


697 
694 


GACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACACT 


756 
753 


Query 
Sbjct 


757 
754 


GCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAGGGC 
G C. . .C 


816 
813 


Query 
Sbjct 


817 
814 


CAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAAC 


876 
873 


Query 
Sbjct 


877 
874 


ACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAAGCTGCAGGGATAATCGCGCCC 
G G 


936 
933 


Query 
Sbjct 


937 
934 


ACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGAG 
. .0 


996 
993 


Query 
Sbjct 


997 
994 


GACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCTGGT 


1056 
1053 


Query 
Sbjct 


1057 
1054 


GAcccccccAGACCGGAGTATGATCTGGAGCTGATAACATCTTGCTCCTCAAATGTGTCT 


1116 
1113 


Query 
Sbjct 


1117 
1114 


GTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTCCA 


1176 
1173 


Query 
Sbjct 


1177 
1174 


ATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTCATGGCTGGGAAAC 


1236 
1233 


Query 
Sbjct 


1237 
1234 


ATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTCCTGATGACACACTTCTTCTCC 


1296 
1293 


Query 
Sbjct 


1297 
1294 


ATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGGTG 


1356 
1353 


Query 
Sbjct 


1357 
1354 


TACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGACGCT 


1416 
1413 


Query 
Sbjct 


1417 
1414 


TTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGAAAA 


1476 
1473 


Query 
Sbjct 


1477 
1474 


CTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCTC 


1536 
1533 


Query 
Sbjct 


1537 
1534 


ATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTGAAG 


1596 
1593 


Query 
Sbjct 


1597 
1594 


ACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGGTTC 


1656 
1653 


Query 
Sbjct 


1657 
1654 


ACCGTCGGCGCCGGCGGGGGCGACATTT ATCACAGCGTGTCGCGTGCCCGACCACGC 1713 
C... 1710 



>dbj ID00944 . 1 IHPCPOLP Hepatitis C virus genomic RNA for polyprotein, complete cds 
Length=9589 

Score = 2737 bits (1482), Expect = 0.0 
Identities = 1613/1678 (96%), Gaps = 2/1678 (0%) 
Strand=Plus/Plus 

Query 37 ACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 96 

Sbjct 7700 C A G..A 7759 

Query 97 CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 156 

Sbjct 7760 T T 7819 

Query 157 GTAACTTTTGATAGGATGCAAGTGCTCGACTC-CTACTACGACTCAGTCTTAAAGGACAT 215 

Sbjct 7820 C G.T.-.T..T G 7878 

Query 216 TAAGCTAGCGGCCTCCAAGGTCACCGC7VAGGCTCCTCACCATGGAGGAGGCTTGCCAGTT 27 5 

Sbjct 7879 T TT.A C 7938 

Query 27 6 AACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTT 335 

Sbjct 7939 ...T C C..G... 7998 

Query 336 GTCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGA 395 

Sbjct 7999 A A. . .A. .C. 8058 
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Query 
Sbjct 


396 

n r\ c r\ 

8059 


AACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAA 


455 
8118 


Query 
Sbjct 


456 
8119 


GGGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGA 


515 
8178 


Query 
Sbjct 


'516 
8179 


GAAGATGGCCCTTTATGACATTACACAA7V7\ACTTCCTCAGGCGGTGATGGGGGCTTCTTA 


575 
8238 


Query 
Sbjct 


576 

O O 

8239 


TGGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGA7W\ 


635 
8298 


Query 
Sbjct 


636 
8299 


GAAGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAG 


695 
8358 


Query 
Sbjct 


696 
8359 


AGACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACAC 


755 
8418 


Query 
Sbjct 


756 
8419 


TGCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAGGG 


815 
8478 


Query 
Sbjct 


816 
8479 


CCAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAA 


875 
8538 


Query 
Sbjct 


876 
8539 


CACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAT^GCTGCAGGGATAATCGCGCC 


935 
8598 


Query 
Sbjct 


936 
8599 


CACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGA 


995 
8658 


Query 
Sbjct 


996 
8 659 


GGACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCTGG 


1055 
8718 


Query 
Sbjct 


1056 
8719 


TGAcccccccAGACCGGAGTATGATCTGGAGCTGATAACATCTTGCTCCTCAAATGTGTC 


1115 
8778 


Query 
Sbjct 


1116 
8779 


TGTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTCC 


*1175 
8838 


Query 
Sbjct 


1176 
8839 


AATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTCATGGCTGGGAAA 


1235 
8898 


Query 
Sbjct 


1236 
88 99 


CATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTCCTGATGACACACTTCTTCTC 


1295 
8958 


Query 
Sbjct 


1296 
8959 


CATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGGT 


1355 
9018 


Query 
Sbjct 


1356 
9019 


GTACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGACGC 


1415 
9078 


Query 
Sbjct 


1416 

rt A "7 ft 

9079 


TTTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGA7VA 


1475 
9138 


Query 
Sbjct 


1476 
9139 


ACTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCT 


1535 
9198 


Query 
Sbjct 


1536 
9199 


CATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTGAA 


1595 
9258 


Query 
Sbjct 


1596 
9259 


GACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGGTT 
A 


1655 
9318 


Query 
Sbjct 


1656 
9319 


CACCGTCGGCGCCGGCGGGGGCGACATTTATCACAGCGTGTCGCGTGCCCGACCACGC 
. . .T C. . . 1 


L713 
9376 



>dbj I AB047641 . 1 1 Hepatitis C virus gene for polyprotein, complete cds, clone: JCH-2 
Length=9659 

Score = 2643 bits (1431), Expect - 0.0 
Identities = 1596/1678 (95%), Gaps = 2/1678 (0%) 
Strand=Plus/Plus 

Query 37 ACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 96 
Sbjct 7700 C A T G 7759 

Query 97 CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 156 
Sbjct 7760 C ..T G 7819 
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Query 


157 


Sbjct 


7820 


Query 


217 


Sbjct 


7880 


Query 


277 


Sbjct 


7940 


Query 


337 


Sbjct 


8000 


Query 


397 


Sbjct 


8060 


Query 


457 


Sbjct 


8120 


Query 


517 


Sbjct 


8180 


Query 


577 


Sbjct 


8240 


Query 


637 


Sbjct 


8300 


Query 


697 


Sbjct 


8360 


Query 


757 


Sbjct 


8420 


Query 


817 


Sbjct 


8480 


Query 


877 


Sbjct 


8540 


Query 


937 


Sbjct 


8600 


Query 


997 


Sbjct 


8660 


Query 


1057 


Sbjct 


8720 


Query 


1116 


Sbjct 


8779 


Query 


1176 


Sbjct 


8839 


Query 


1236 


Sbjct 


8899 


Query 


1296 


Sbjct 


8959 


Query 


1356 


Sbjct 


9019 


Query 


1416 


Sbjct 


9079 


Query 


1476 


Sbjct 


9139 


Query 


1536 


Sbjct 


9199 


Query 


1596 


Sbjct 


9259 


Query 


1656 


Sbjct 


9319 



GTAACTTTTGATAGGATGCAAGTGCTCGACTCCTACTACGACTCAGTCTTAAAGGACATT 216 
G. . . .T C 7879 

AAGCTAGCGGCCTCCAAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTTA 27 6 
T A T A 7939 

ACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTTG 336 
C C..G..C 7999 

TCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGAA 396 
C. 8059 

ACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAAG 4 56 
C A 8119 

GGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGAG 516 
T 8179 

T^GATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTAT 57 6 
TG.C C A 8239 

GGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGAAAAG 636 
C C G G 8299 

AAGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAGA 696 

..A A C 8359 

GACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACACT 756 
C T...C 8419 

GCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAGGGC 816 
T 8479 

CAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAAC 8 7 6 

. .GT T 8539 

ACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAAGCTGCAGGGATAATCGCGCCC 936 
G CA C C. .C. .G G.T 8599 

ACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGAG 996 
C 8659 

GACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCTGGT 1056 

..T C 8719 

GAcccccccAGACCGGAGTATGATCT-GGAGCTGATAACATCTTGCTCCTCAAATGTGTC 1115 
A -..T T 8778 

TGTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTCC 1175 
T 8838 

AATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTCATGGCTGGGAAA 1235 
C 8898 

CATCATCCAGT ACGCCCCGACCATATGGGCTCGC ATGGTCCTGATGACACACTTCTTCTC 1295 
8958 

CATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGGT 1355 

. . .C C T T T 9018 

GTACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGACGC 1415 
A T C C C 9078 

TTTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGAAA 1475 

...C T G 9138 

ACTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCT 1535 
T T G A 9198 

CATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTGAA 1595 
A T G T 9258 

GACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGGTT 1655 

A 9318 

CACCGTCGGCGCCGGCGGGGGCGACATTTATCACAGCGTGTCGCGTGCCCGACCACGC 1713 
C... 9376 



>dbj IAB047645.il Hepatitis C virus gene for polyprotein, complete cds, clone :JCH-6 
Length=9683 
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Score = 2549 bits (1380), Expect = 0.0 
Identities = 1579/1678 (94%), Gaps = 2/1678 (0%) 
Strand=Plus/Plus 

ACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 96 
C A G.,A G 7756 

CGATATCACAACAAGGTGTACTGTACCAC7VACAAAGAGCGCCTCACTAAGGGCTAAAAAG 156 
C T T.G 7816 

GTAACTTTTGATAGGATGC7\AGTGCTCGACTCCTACTACGACTCAGTCTTAAAGGACATT 216 
A T. .T C 7876 

AAGCTAGCGGCCTCCAAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTTA 27 6 
G T G A..G 7936 

ACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTTG 336 

. .T. .G C C. .G 7996 

TCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGAA 396 

A. .A G A C. 8056 

ACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAAG 4 56 
T C A 8116 

GGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGAG 516 
8176 

AAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTAT 57 6 
TG.C G 8236 

GGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGAAAAG 636 

..T C T G G 8296 

AA-GGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAG 695 

..A..- C 8355 

AGACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACAC 7 55 
AA C.A C G. . . 8415 

TGCCATACACTCGCTAACTGAGAGACTTT ACGTGGGAGGGCCTATGTTCAACAGCAAGGG 815 
G C C 8475 

CCAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAA 87 5 

...GT 8535 

CACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGT AAAGCTGCAGGGATAATCGCGCC 935 
T. .A C C. .G G.A 8595 

CACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGA 995 
C T 8655 

GGACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCTGG 1055 
A 8715 

TGAcccccccAGACCGGAGTATGATCTGGAGCTGATAACATCTTGCTCCTCAAATGTGTC 1115 
A C T 8775 

TGTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTCC 117 5 
A. .C G. .G G 8835 

AATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTC ATGGCTGGGAAA 1235 

...T A 8895 

CATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTGCTGATGACACACTTCTTCTC 1295 
T..A T 8955 

CATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGGT 1355 
T C T T. . . . 9015 

GTACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGACGC 1415 
T C C G... 9075 

TTTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGAAA 1475 

C G 9135 

ACTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCT 1535 
A. . T G A. 9195 

CATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTGAA 1595 

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 



Query 


37 


Sbjct 


7697 


Query 


97 


Sb j ct 


7757 


Query 


157 


Sb j ct 


7817 


Query 


217 


Sbjct 


IQll 


Query 


211 


Sbjct 


7937 


Query 


337 


Sbjct 


7997 


Query 


397 


Sbjct 


8057 


Query 


457 


Sbjct 


8117 


Query 


517 


Sbjct 


8177 


Query 


577 


Sbjct 


8237 


Query 


637 


Sbjct 


8297 


Query 


696 


Sb j ct 


8356 


Query 


756 


Sb j ct 


8416 


Query 


816 


Sbjct 


8476 


Query 


876 


Sbjct 


8536 


Query 


936 


Sbjct 


8596 


Query 


996 


Sbjct 


8656 


Query 


1056 


Sbjct' 


8716 


Query 


1116 


Sbjct 


8776 


Query 


1176 




O O J Q 


Query 


1236 




o o ^ u 


Query 


1296 




U 7 «J W 


Query 


1356 


Sbjct 


9016 


Query 


1416 


Sbjct 


9076 


Query 


1476 


Sbjct 


9136 


Query 


1536 



10/22/07 



14 



Sbjct • 9196 C. 



9255 



Query 1596 GACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGGTT 1655 

Sbjct 9256 A T 9315 

Query 1656 CACCGTCGGCGCCGGCGGGGGCGACATTTATCACAGCGTGTCGCGTGCCCGACCACGC 1713 

Sbjct 9316 T C... 9373 



>gb lAF238483.il 

Length=9416 



Hepatitis C virus subtype 2a strain MD2a-4, complete genome 



Score = 2523 bits (1366), Expect = 0.0 
Identities = 1596/1710 (93%), Gaps = 6/1710 (0%) 
Strand^Plus/Plus 

ATGTCGTA-TACATGGACAGGCGCCT-TGATCACTCCTTGTAGTCCCGAAGAGGAGAAGT 64 
C.-.C C. .-.G. .C.A. .A C A 7 693 

TACCGATTAACCCCTTGAGCAACTCCCTGTTGCGATATCACAACAAGGTGTACTGTACCA 124 

... .A GT A T. 7753 

CAACAAAGAGCGCCTCACTAAGGGCTAAAAAGGTAACTTTTGATAGGATGCAAGTGCTCG 184 

. .T T G C .C 7813 

ACTCCTACTACGACTCAGTCTTAAAGGACATTAAGCTAGCGGCCTCCAAGGTCACCGCAA 2 4 4- 

. .G. .C.T C T GT 7873 

GGCTCCTCACCATGGAGGAGGCTTGCCAGTTAACCCCACCCCATTCTGCAAGATCTAAAT 304 
T.A C G C 7933 

ATGGGTTTGGGGCT7VAGGAGGTCCGCAGCTTGTCCGGGAGGGCCGTTAACCACATCAAGT 364 
A A A C 7993 

CCGTGTGGAAGGACCTCCTGGAGGACTCAGAAACACCAATTCCCACAACCATTATGGCCA 4 24 
A C T..G C 8053 

AAAATGAGGTGTTCTGCGTGGACCCCACCAAGGGGGGC7VAGAAAGCAGCTCGCCTTATCG 4 84 
C T 8113 

TTTACCCTGACCTCGGCGTCAGGGTCTGCGAGAAGATGGCCCTTTATGACATTACACAAA 54 4 
A A T..C 8173 

AACTTCCTCAGGCGGTGATGGGGGCTTCTTATGGATTCCAGTATTCCCCCGCTCAGCGGG 604 

.G C C T. .A. .A. . . . 8233 

TAGAGTTTCTCTTGAAAGCATGGGCGGAAAAGAAGGACCCTAT-GGGTTTTTCGTATGAT 663 

.G G A -..T 8292 

ACCCGATGCTTTGACTCAACCGTCACTGAGAGAGACATCAGGACTGAGGAGTCCATATAT 7 23 
A C 8352 

CGGGCCTGCTCCTTGCCCGAGGAGGCCCACACTGCCATACACTCGCTAACTGAGAGACTT 783 
C A..T T G 8412 

TACGTGGGAGGGCCTATGTTCAACAGCAAGGGCCAAACCTGCGGGTACAGGCGTTGCCGC 84 3 
G C A T 8472 

GCCAGCGGGGTGCTCACCACTAGCATGGGGAACACCATCACATGCTACGTGAAAGCCTTA 903 
A T C. 8532 

GCGGCTTGTAAAGCTGCAGGGATAATCGCGCCCACAATGCTGGTATGCGGCGATGACTTG 963 

. .A G G G.T C 8592 

GTTGTCATCTCAGAAAGCCAGGGGACCGAGGAGGACGAGCGGAACCTGAGAGCCTTCACG 1023 
T 8652 

GAGGCTATGACCAGGTATTCTGCCCCTCCTGGTGAcccccccAGACCGGAGTATGATCTG 1083 
T A C, . . 8712 

GAGCTGATAACATCTTGCTCCTCAAATGTGTCTGTGGCGCTGGGCCCACAAGGCCGCCGC 114 3 
T C AA TG 8772 

AGATACTACCTGACCAGAGACCCTACCACTCCAATCGCCCGGGCTGCCTGGGAAACAGTT 1203 
C T 8832 

AGACACTCCCCTGTCAATTCATGGCTGGGAAACATCATCCAGTACGCCCCGACCATATGG 1263 
A. .A 8892 

GCTCGCATGGTCCTGATGACACACTTCTTCTCCATTCTCATGGCTCAAGACACGCTGGAC 1323 
C 8952 
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Query 1324 CAGAACCTCAACTTTGAGATGTACGGAGCGGTGTACTCCGTGAGTCCCTTGGACCTCCCA 1383 

Sbjct 8953 T T T 9012 

Query 1384 GCTATAATTGAAAGGTTACATGGGCTTGACGCTTTTTCTCTGCACACATACACTCCCCAC 14 4 3 

Sbjct 9013 ..C C C C T 9072 

Query 14 4 4 GAACTGACACGGGTGGCTTCAGCCCTCAGAAAACTTGGGGCGCCACCCCTCAGAGCGTGG 1503 

Sbjct 9073 G A 9132 

Que r y 1504 AAGAGCCGGGCACGTGCAGTCAGGGCGTCCCTCATCTCCCGTGGGGGGAGAGCGGCCGTC 1563 

Sbjct 9133 T G T N A T 9192 

Query 15 64 TGCGGTCGATATCTCTTCAACTGGGCGGTGAAGACCAAGCTCAAACTCACTCCATTGCCG 1623 

Sbjct 9193 G 9252 

Query 162 4 GAGGCGCGCCTCCTGGATTTATCCAGCTGGTTCACCGTCGGCGCCGGCGGGGGCGACATT 1683 

Sbjct 9253 A T 9312 

Query 1684 TATCACAGCGTGTCGCGTGCCCGACCACGC 1713 

Sbjct 9313 C... 9342 



>gb|AY746460.1| 

Length=9689 



Hepatitis C virus genotype 2a polyprotein gene, complete cds 



Score = 2499 bits (1353), Expect = 0.0 
Identities - 1584/1698 (93%), Gaps = 6/1698 (0%) 
Strand=Plus/Plus 

TGGACAGGCGCCT-TGATCACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCC 77 
-,G. .C A C A G. . .G.C 7743 

CTTGAGCAACTCCCTGTTGCGAT ATCACAACAAGGTGTACTGTACCACAACAAAGAGCGC 137 
GT C A T C. . . 7803 

CTCACTAAGGGCTAAAAAGGTAACTTTTGATAGGATGCAAGTGCTCGACTCCT-ACTACG 196 
G C -G. .C.T. . . . 7862 

ACTCAGTCTTAAAGGACATTAAGCTAGCGGCCTCC7VAGGTCACCGCAAGGCTCCTCACCA 256 
C T. . . .G C 7922 

TGGAGGAGGCTTGCCAGTTAACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGG 316 
A C T C 7982 

CTAAGGAGGTCCGCAGCTTGTCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGG 37 6 
G 8042 

ACCTCCTGGAGGACTCAGAAACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGT 4 3 6 
A C C A 8102 

TCTGCGTGGACCCCACCAAGGGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACC 4 96 
T C 8162 

TCGGCGTCAGGGTCTGCGAGAAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGG 556 
TG.C G 8222 

CGGTGATGGGGGCTTCTTATGGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCT 616 
C G 8282 

TGAAAGCATGGGCGGAATVAGA-AGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTT 67 5 

. . . .G T, . . .G. 8341 

GACTCAACCGTCACTGAGAGAGACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCC 7 35 
T C 8401 

TTGCCCGAGGAGGCCCACACTGCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGG 7 95 

C 8461 

CCTATGTTCAACAGCAAGGGCCAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTG 855 

..C GG C T 8521 

CTCACCACTAGCATGGGGAACACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAA 915 
C A C C G 8581 

GCTGCAGGGAT7VATCGCGCCCACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCA 97 5 

..C..C...T..G.T..A G C...C G 8641 

GAAAGCCAGGGGACCGAGGAGGACGAGCGGAACCTGAGAGCCTTCACGGAGGCT ATGACC 1035 
GTT G..C 8701 
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AGGTATTCTGCCCCTCCTGGTGAcccccccAGACCGGAGTATGATCTGGAGCTGATAACA 1095 
C. .C T A. .C. .C A 8761 

TCTTGCTCCTCAAATGTGTCTGTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTG 1155 
T C A..AA...T A...T 8821 

ACCAGAGACCCTACCACTCCAATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCT 1215 
8881 

GTCAATTCATGGCTGGGAAACATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTC 127 5 
T T. .A 8941 

CTGATGACACACTTCTTCTCCATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAAC 1335 
C C. T T 9001 

TTTGAGATGTACGGAGCGGTGTACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAA 1395 
C 9061 

AGGTTACATGGGCTTGACGCTTTTTCTCTGCACACATACACTCCCCACGAACTGACACGG 14 55 

. . .C C C .T G. . . 9121 

GTGGCTTCAGCCCTCAGAAAACTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCA 1515 
AG T G 9181 

CGTGCAGTCAGGGCGTCCCTCATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATAT 157 5 
T A A.T 9241 

CTCTTCAACTGGGCGGTGAAGACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTC 1635 
A 9301 

CTGGATTTATCCAGCTGGTTCACCGTCGGCGCCGGCGGGGGCGACATTTATCACAGCGTG 1695 
T 9361 

TCGCGTGCCCGACCACGC 1713 
C C... 9379 



>gb I AF238484.il 

Length=9416 



Hepatitis C virus subtype 2a strain MD2a-5, complete genome 



Score = 2494 bits (1350), Expect = 0.0 
Identities = 1572/1681 (93%), Gaps « 8/1681 (0%) 
Stranci=Plus/Plus 

ACTCCTTGTAGTCCCGAAGAGGAG7VAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 96 
C .A A A 7725 

CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 156 
T. . .T T.G 7785 

GTAACTTTTGATAGGATGCAAGTGCTCGACTC-CTACTACGACTCAGTCTTAAAGGACAT 215 
C G.T.-.T. .T 7844 

TAAGCTAGCGGCCTCCAAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTT 27 5 

C G A....A....G G G..T 7 904 

AACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTT 335 

G..T C..G 7964 

GTCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGAGCTCCTGGAGGACTCAGA 395 
' A ..C. 8024 

AACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAA 455 
T. .G C 8084 

GGGGGGCAAGAAAGCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGA 515 
T C T T 8144 

GAAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTA 575 
TG.C G 8204 

TGGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTC-TCTTGAAAGCATGGGCGGAAA 634 

. . .C C A G. .-. . . .C G 8263 

AGA-AGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAG 693 

. . .G. T. . 8322 

AGAGACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCAC 753 
A CAA. .T. .T G. 8382 
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Query 754 ACTGCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAG 813 
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8383 T G C. .C T 8442 

814 GGCCAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGG 87 3 

8443 G T T 8502 

87 4 AACACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAAGCTGCAGGGATAATCGCG 933 

8503 T C C..G G G.T... 8562 

934 CCCACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAG 993 

8563 C A T... 8622 

994 GAGGACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCTCCT 1053 

8623 T 8682 

1054 GGTGAcccccccAGACCGGAGTATGATCT-GGAGCTGATAACATCTTGCTCCTCAAATGT 1112 

8683 A -..T C..T 8741 

1113 GTCTGTGGCGCTGGGCCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCAC 117 2 

8742 T G 8801 

1173 TCCAATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTCATGGCTGGG 1232 

8802 C 8861 

12 33 A7VACATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTCCTGATGACACACTTCTT 1292 

8862 A. . .G.G T. . 8921 

12 93 CTCCATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGC 1352 

8922 C C T T. 8981 

1353 GGTGTACTCCGTGAGTCCCTTGGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGA 1412 

8982 T C C 9041 

1413 •CGCTTTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAG 14 72 

9042 C..C G A 9101 

14 73 AAAACTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTC 1532 

9102 T G A 9161 

1533 CCTCATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGT 1592 

9162 A G T G 9221 

1593 GAAGACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTG 1652 

9222 A T.. 9281 

1653 GTTCACCGTCGGCGCCGGCGGGGGCGACATTTATCACAGCGTGTCGCGTGCCCGACCACG 1712 

9282 ...T C.. 9341 

1713 C 1713 

9342 . 9342 



>gb|AF169003. 1 1 Hepatitis C virus subtype 2a isolate G2aKl, complete genome 
Length=9693 

Score = 2490 bits (1348), Expect = 0.0 
Identities = 1567/1680 (93%), Gaps = 6/1680 (0%) 
Strand=Plus/Plus 

Query 37 ACTCCTTGTAGTCCCGAAGAGGAGAAGTTACCGATTAACCCCTTGAGCAACTCCCTGTTG 96 

Sbjct 7697 C A G 7756 

Que r y 97 CGATATCACAACAAGGTGTACTGTACCACAACAAAGAGCGCCTCACTAAGGGCTAAAAAG 156 

Sbjct 7757 ..G..C T...T GC 7816 

Query 157 GTAACTTTTGATAGGATGCAAGTGCTCGACTCCTACTACGACTCAGTCTTAAAGGACATT 216 

Sbjct 7817 G. . . .T. .T. .T. C 7876 

Query 217 AAGCTAGCGGCCTCCAAGGTCACCGCAAGGCTCCTCACCATGGAGGAGGCTTGCCAGTTA 27 6 

Sbjct 7877 G...G T A A..G 7936 

Que r y 277 ACCCCACCCCATTCTGCAAGATCTAAATATGGGTTTGGGGCTAAGGAGGTCCGCAGCTTG 336 

Sbjct 7937 ..T G A C 7996 

Query 337 TCCGGGAGGGCCGTTAACCACATCAAGTCCGTGTGGAAGGACCTCCTGGAGGACTCAGAA 3 96 

Sbjct 7997 C A C. 8056 

Query 397 ACACCAATTCCCACAACCATTATGGCCAAAAATGAGGTGTTCTGCGTGGACCCCACCAAG 4 56 

Sbjct 8057 T..G C C 8116 

Query 4 57 GGGGGCAAGTU^GCAGCTCGCCTTATCGTTTACCCTGACCTCGGCGTCAGGGTCTGCGAG 516 

Sbjct 8117 T C T 8176 
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Query 517 AAGATGGCCCTTTATGACATTACACAAAAACTTCCTCAGGCGGTGATGGGGGCTTCTTAT 57 6 

Sbjct 8177 C TG.C G 8236 

Query 577 GGATTCCAGTATTCCCCCGCTCAGCGGGTAGAGTTTCTCTTGAAAGCATGGGCGGAAAAG 636 

Sbjct 8237 ..C C A G C G 8296 

Query 637 AAGGACCCTATGGGTTTTTCGTATGATACCCGATGCTTTGACTCAACCGTCACTGAGAGA 696 

Sbjct 8297 . .A 8356 

Query 697 GACATCAGGACTGAGGAGTCCATATATCGGGCCTGCTCCTTGCCCGAGGAGGCCCACACT 756 

Sbjct 8357 Y..A A C C. .Y 8416 

Query 7 57 GCCATACACTCGCTAACTGAGAGACTTTACGTGGGAGGGCCTATGTTCAACAGCAAGGGC 816 

Sbjct 8417 T G ' G C 8476 

Query 817 CAAACCTGCGGGTACAGGCGTTGCCGCGCCAGCGGGGTGCTCACCACTAGCATGGGGAAC 87 6 

Sbjct 8477 ..G 8536 

Query 87 7 ACCATCACATGCTACGTGAAAGCCTTAGCGGCTTGTAAAGCTGCAGGGATAATCGCGCCC 936 

Sbjct 8537 R C C..G G G.T..A... 8596 

Query 937 ACAATGCTGGTATGCGGCGATGACTTGGTTGTCATCTCAGAAAGCCAGGGGACCGAGGAG 996 

Sbjct 8597 C C T 8656 

Query 997 GACGAGCGGAACCTGAGAGCCTTCACGGAGGCTATGACCAGGTATTCTGCCCCT-CCTGG 1055 

Sbjct 8657 T Y T..-.. 8715 

Query 1056 TGAcccccccAGACCGGAGTATGATCTGGAGCTGATAACATCTTGCTCCTCAAATGTGTC 1115 

Sbjct 8716 C A C T 8775 

Que r y 1116 TGTGGCGCTGGG-CCCACAAGGCCGCCGCAGATACTACCTGACCAGAGACCCTACCACTC 117 4 

Sbjct 8776 A. -...A G 8834 

Que r y 1175 CAATCGCCCGGGCTGCCTGGGAAACAGTTAGACACTCCCCTGTCAATTCATGGCTGGGAA 1234 

Sbjct 8835 C T 8894 

Query 1235 ACATCATCCAGTACGCCCCGACCATATGGGCTCGCATGGTCCTGATGACACACTTCTTCT 12 94 

Sbjct 8895 T..A..T T...T 8954 

Query 12 95 CCATTCTCATGGCTCAAGACACGCTGGACCAGAACCTCAACTTTGAGATGTACGGAGCGG 1354 

Sbjct 8955 C C A T. . . 9014 

Query 1355 TGTACTCCGTGAGTCCCTT-GGACCTCCCAGCTATAATTGAAAGGTTACATGGGCTTGAC 1413 

Sbjct 9015 -..C C C 9073 

Query 1414 GCTTTTTCTCTGCACACATACACTCCCCACGAACTGACACGGGTGGCTTCAGCCCTCAGA 14 73 

Sbjct 9074 ..C..C G 9133 

Query 1474 AAACTTGGGGCGCCACCCCTCAGAGCGTGGAAGAGCCGGGCACGTGCAGTCAGGGCGTCC 1533 

Sbjct 9134 T G 9193 

Query 1534 CTCATCTCCCGTGGGGGGAGAGCGGCCGTCTGCGGTCGATATCTCTTCAACTGGGCGGTG 1593 

Sbjct 9194 A... A G T C..G 9253 

Que r y 15 94 AAGACCAAGCTCAAACTCACTCCATTGCCGGAGGCGCGCCTCCTGGATTTATCCAGCTGG 1653 

Sbjct 9254 . .K A 9313 

Query 1654 TTCACCGTCGGCGCCGGCGGGGGCGACATTTATCACAGCGTGTCGCGTGCCCGACCACGC 1713 

Sbjct 9314 ..T T.T T C. . . 9373 



>dbj I AB047640 . 1 1 Hepatitis C virus gene for polyprotein, complete cds, clone : JCH 
Length=9674 

Score = 2488 bits (1347), Expect = 0.0 
Identities = 1591/1711 (92%), Gaps = 8/1711 (0%) 
Strand==Plus/Plus 

Query 7 ATGTCGTATACATGGACAGGCGCCT-TGATCACTCCTTGTAGTCCCGAAGAGGAGAAGTT 65 

Sbjct 7670 A...T.C C. . - . G . . C . A. . A C .....A 7728 

Query 6 6 ACCGATTAACCCCTTGAGCAACTCCCTGTTGCGATATCACAACAAGGTGXACTGTACCAC 125 

Sbjct 7729 G..A T G C..T A T. . 7788 

Que r y 12 6 AACA7U\GAGCGCCTCACTAAGGGCTA7VAAAGGTAACTTTTGATAGGATGCAAGTGCTCGA 185 

Sbjct 7789 .T T 7848 

Que r y 186 CTCCTACTACGACTCAGTCTTAAAGGACATTAAGCTAGCGGCCTCCAAGGTCACCGCAAG 24 5 

Sbjct 7849 .G T..T..T C G 7908 
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Query 


* 246 


Sbjct 


7909 


Query 


306 


Sbjct 


7969 


Query 


366 


Sbjct 


8029 


Query 


426 


Sbjct 


8089 


Query 


486 


Sbjct 


8149 


Query 


546 


Sbjct 


8209 


Query 


606 


Sbjct 


8269 


Query 


665 


Sbjct 


8328 


Query 


725 


Sbjct 


8388 


Query 


784 


Sbjct 


8447 


Query 


844 


Sbjct 


8507 


Query 


904 


Sbjct 


8567 


Query 


964 


Sbjct 


8627 


Query 


1024 


Sbjct 


8687 


Query 


1084 


Sbjct 


8747 


Query 


1144 


Sbjct 


8807 


Query 


1204 


Sbjct 


8867 


Query 


1264 


Sbjct 


8927 


Query 


1324 


Sbjct 


8987 


Query 


1383 


Sbjct 


9046 


Query 


1443 


Sbj ct 


9106 


Query 


1503 


Sbjct 


9166 


Query 


1563 


Sbjct 


9226 


Query 


1623 


Sbjct 


9286 


Query 


1683 


Sbjct 


9346 



GCTCCTCACCATGGAGGAGGCTTGCCAGTTAACCGCACCCCATTCTGCAAGATCT AAATA 305 
T.A G A. .G C C. .G. . 7 968 

TGGGTTTGGGGCTAAGGAGGTCCGCAGCTTGTCCGGGAGGGCCGTTAACCACATCAAGTC 365 
C 8028 

CGTGTGGAAGGACCTCCTGGAGGACTCAGAAACACCAATTCCCACAACCATTATGGCCAA 425 
T A C T . .C 8088 

AAATGAGGTGTTCTGCGTGGACCCCACCAAGGGGGGCAAGAAAGCAGCTCGCCTTATCGT 4 85 
G T. .A. . .C 8148 

TTACCCTGACCTCGGCGTCAGGGTCTGCGAGAAGATGGCCCTTTATGACATTACAC7U\AA 545 
TG.C 8208 

ACTTCCTCAGGCGGTGATGGGGGCTTCTTATGGATTCCAGTATTCCCCCGCTCAGCGGGT 605 

G ...C C 8268 

AGAGTTTCTCTTGAAAGCATGGGCGGAAAAGA-AGGACCCTATGGGTTTTTCGTATGATA 664 

G G G..- 8327 

CCCGATGCTTTGACTCAACCGTCACTGAGAGAGACATCAGGACTGAGGAGTCCATATATC 7 2 4 
C. 8387 

GGGCCTGCTCCTTGCCCGAGGAGGCCC-ACACTGCCATACACTCGCTAACTGAGAGACTT 783 

A A G.- G C 8446 

TACGTGGGAGGGCCTATGTTCAACAGCAAGGGCCAAACCTGCGGGTACAGGCGTTGCCGC 8 4 3 

.,T C GT 8506 

GCCAGCGGGGTGCTCACCACTAGCATGGGGAACACCATCACATGCTACGTGAT^GCCTTA 903 
T T T. .A C. . 8566 

GCGGCTTGTAAAGCTGCAGGGATAATCGCGCCCACAATGCTGGTATGCGGCGATGACTTG 963 
C. .G G T G C 8626 

GTTGTCATCTC AGAAAGCCAGGGGACCGAGGAGGACGAGCGGAACCTGAGAGCCTTCACG 1023 

..C T 8686 

GAGGCTATGACCAGGTATTCTGCCCCTCCTGGTGAcccccccAGACCGGAGTATGATCTG 108 3 
A C... 8746 

GAGCTGAT/^CATCTTGCTCCTCAAATGTGTCTGTGGCGCTGGGCCCACAAGGCCGCCGC 1143 
A T C A. .T G 8806 

AGATACTACCTGACCAGAGACCCTACCACTCCAATCGCCCGGGCTGCCTGGGAAACAGTT 1203 
C T....T 8866 

AGACACTCCCCTGTCAATTCATGGCTGGGAAACATCATCCAGTACGCCCCGACCATATGG 1263 
T..A 8926 

GCTCGCATGGTCCTGATGACACACTTCTTCTCCATTCTCATGGCTCAAGACACGCTGGAC 1323 

.T C. .G C. .A. . . 8986 

CAGAACCTCAACTTTGAGATGTACGGAGCGGTGTACTCCGTGAGTCC-CTTGGACCTCCC 1382 
T A .T T. . - 9045 

AGCTATAATTGAAAGGTTACATGGGCTTGACGCTTTTTCTCTGCACACATACACTCCCCA 14 4 2 

...C C C..C 9105 

CGAACTGACACGGGTGGCTTCAGCCCTCAGAAAACTTGGGGCGCCACCCCTCAGAGCGTG 1502 

..." G 9165 

GAAGAGCCGGGCACGTGCAGTCAGGGCGTCCCTCATCTCCCGTGGGGGGAGAGCGGCCGT 1562 
T G T G 9225 

CTGCGGTCGATATCTCTTCAACTGGGCGGTGAAGACCAAGCTCAAACTCACTCCATTGCC 1622 

T G..C , T 9285 

GGAGGCGCGCCTCCTGGATTTATCC AGCTGGTTCACCGTCGGCGCCGGCGGGGGCGACAT 1682 
A G T T 9345 

TTATCACAGCGTGTCGCGTGCCCGACC ACGC 1713 
C... 9376 



>gb| AF238482 . 1 1 Hepatitis C virus subtype 2a strain MD2a-2, complete genome 
Length=9416 

Score = 2477 bits (1341), Expect = 0.0 
Identities = 1570/1682 (93%), Gaps = 10/1682 (0%) 
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1 

BLAST Basic Local Alignment Search Tool 

Job Title: Nucleotide sequence (1713 letters) 



BLASTX 2.2.17 (Aug-26-2007) 

Reference : Altschul, Stephen F., Thomas L. Madden, Alejandro A. Schaffer, Jinghui Zhang, 
Zheng Zhang, Webb Miller, and David J. Lipman (1997), "Gapped BLAST and PSI-BLAST: a new 
generation of protein database search programs", Nucleic Acids Res. 25:3389-3402. RID: 
HT70ANZ5013 Database: All non-redundant GenBank CDS translations+PDB+SwissProt+PIR+PRF 
excluding environmental " samples from WGS projects 5,585,305 sequences; 1,931,637,290 total 
letters 



Query= Length=1713 

Distribution of 100 Blast Hits on the Query Sequence 



Color key for alignment scores 
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Sequences producing significant alignments: 



Score 
(Bits) 

1122 



ref I YP 0014 69630 . 1 1 polyprotein [Hepatitis C virus genotype 2... 
Qb|AAY 24375 .1 | polyprotein [Hepatitis C virus] 
qb|AAY2 4 37 3. 1 | polyprotein [Hepatitis C virus] 

sp I P2 6660 I F0LG_HCVJ6 Genome polyprotein [Contains: Core prote... 
qb I AAY24 374 . 1 | polyprotein [Hepatitis C virus] 
"dbj I B AB32874 . 1 \ polyprotein [Hepatitis C virus] 

pdb I lYUY I A Chain A, Hepatitis C Virus Ns5b Rna-Dependent Rna . . . 
qbl AAF59943 . 1 1 AF238484 1 polyprotein [Hepatitis C virus subtype 
qb| AAF25613. 1 1 AF169Q05_1 polyprotein [Hepatitis C virus subtype 
qb|AAF59942.1 IAF238483 1 polyprotein [Hepatitis C virus subtype 
db j I BAB32877 . 1 | polyprotein [Hepatitis C virus] 
qbl AAF5 9 94 0 . 1 | AF238 4 81_1 polyprotein [Hepatitis C virus subtype 1098 
dbj I BAB328 7 3 . 1 | polyprotein [Hepatitis C virus] 
qb I AAU89634 . 1 | polyprotein [Hepatitis C virus subtype 2a] 
qb|AAF59944 .1 IAF238485 1 polyprotein [Hepatitis C virus subtype 
dbj IBAB32878.1 | polyprotein [Hepatitis C virus] 

q bl AAF59941 . 1 IAF238482 1 polyprotein [Hepatitis C virus subtype 
qb|AAF25611. 1 IAF169003 1 polyprotein [Hepatitis C virus subtype 
dbj I BAP06942 . 1 1 liepatitis C virus nonstructural protein [Hepatit 



sp I Q99IB8 I POLGHCVJF Genome polyprotein [Contains 
dbj IBAB 3287 5.il polyprotein [Hepatitis C virus] 
qb|AAF25610. 1 | AF1690Q2_1 polyprotein [Hepatitis C 
dbj I BAB32876 . 1 | polyprotein [Hepatitis C virus] 
q b I AAF2 5 612 . 1 1 AF16 90 04 1 polyprotein [Hepatitis C 



Core prote . . . 
virus subtype 



gb| AAS85_047 ,JJ[ polyprotein [Hepatitis C 
S PIQ68749I POLG_HCVBB Genome polyprotein 
sp I Q9Q.AX1 1 P OLG HCVVA Genome polyprotein 



qb|AAP557 01.1| 
gb|AAP557 02^1i 
qb|ABR18853. 1 I 
qb|AA P556 99 ,l| 
qbl AAP55700,1 I 
qb| ABR18852.1| 
qbl AAP55694.il 
" qbl AAP55686.il 
qbl AAP55693. 1 I 



qb I AAP55688.1 I 
g b IAAP55685 .il 

qb I AAP55698 . 1 I 
qbl AAP55 697 . 1 | 
qb I AAP557Q4 . 1 | 
spl P26661 J PjDLG 
qbl AAF5"9945. 1 1 AF238486 



polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
polyprotein 
HCVJ8 



[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 
[Hepatitis 



virus subtype 
virus (isolate D54)] 
[Contains: Core prote.,. 
[Contains: Core prote... 
virus subtype 2b] 
virus subtype 2b] 
virus ] 

virus subtype 2b] 
virus subtype 2b] 
virus ] 

virus subtype 2b] 
virus subtype 2b] 
virus subtype 2b] 
virus subtype 2b] 
virus subtype 2b] 
virus subtype 2b] 
virus subtype 2b] 
subtype 2b] 



virus 

Genome polyprotein [Contains: Core prote.. 
1 polyprotein [Hepatitis C virus subtype 
polyprotein [Hepatitis C virus subtype 2b] 
polyprotein [Hepatitis C 
polyprotein [Hepatitis C 
polyprotein [Hepatitis C 
s p I Q9DHD6 I POLG^HCVJP Genome polyprotein 
qb IAAP55692 . 1 | .polyprotein [Hepatitis C 

[Hepatitis C 
[Hepatitis C 
[Hepatitis C 
[Hepatitis C 



qb|AAP55691.1 I 
qb|AAP55696. 1 | 
gb IAAP55 695.il 

qbl AAP55703. 1 | 



qb|AAP55690.1| 
qbl AAP55689. 1 I 
qb|AAP55687.1| 
qbl ABV4 6232.il 
dbj IBAC667 97.il 
dbj |BAB18807,1| 
qbrABV4 6228.1 I 
gbj ABy4_6160_,l_L 
dbj J BA C667 99.1 1 
qb| ABV4 6215.1| 
dbj (BAC667 94.il 



polyprotein 
polyprotein 
polyprotein 
polyprotein 



virus subtype 2b] 
virus subtype 2b] 
virus subtype 2b] 
[Contains: Core prote. 
virus subtype 2b] 
subtype 
subtype 
subtype 
subtype 



virus 
virus 
virus 
virus 



2b] 
2b] 

2b] 
lb] 



qbl AAF65950. 1 1 AF207 7 60_1 polyprotein [Hepatitis C virus subtype 

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 



1119 
1119 
1113 

1110 
1108 

1107 
1102 
1100 
1100 

1100 



1095 
1090 
1084 
1083 
1082 
1080 
1080 
1Q8Q 
1079 
1078 
1077 
1069 
1028 
1023 
1019 
1016 
1015 
1015 
1014 
1014 
1014 
1013 
1013 
1012 
1010 
1010 
1009 
1009 
1009 
1009 
1007 
1006 
1006 
1005 
1003 
1000 
999 
997 
996 
986 
892 



RNA-dependent RNA polymerase [Hepatitis C virus] 892 

polyprotein [Hepatitis C virus] 892 

polyprotein [Hepatitis C virus subtype lb] 892 

polyprotein [Hepatitis C virus subtype la] 892 

RNA--dependent RNA polymerase [Hepatitis C virus] 892 

polyprotein [Hepatitis C virus subtype lb] 891 

RNA-dependent RNA polymerase [Hepatitis C virus] 891 

891 



E 

Value 

0.0 
0.0 
0.0 
0.0 
0.0 
0.0 



0.0 
0.0 



0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 
0.0 



.0 
.0 
.0 
.0 



0.0 
0.0 



0.0 

0.0 



0.0 
0.0 
0.0 
0.0 
0.0 
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gbj ABy4 6234 ,1 | 


polyprotein [Hepatitis C virus subtype lb] 


890 


0 . 


0 


qb|ABV4 6226. 1 1 


polyprotein [Hepatitis C virus subtype lb] 


890 


0 . 


0 


qb I ABV4 6050 . 1 I 


polyprotein [Hepatitis C virus subtype lb] 


o n A 

8 90 


0 . 


0 


sp 1 QyWMX2 1 POLG 


HCVCO Genome polyprotein [Contains: Core prote... 


o n A 


A 

0 . 


A 

0 


emb 1 CAB4 0^1 i . 1 1 


non-structural polyprotein [Hepatitis C virus... 


890 


A 


A 

0 


emb 1 CAB4 0 y 1 1 . 1 1 


non-structural polyprotein [Hepatitis C virus... 


890 


A 

0 . 


A 

0 


qb 1 ABV4 6237 . 1 1 


polyprotein [Hepatitis C virus subtype lb] 


C\ r\ r\ 

890 


0 . 


A 

0 


gb 1 ABv4 5113.11 


polyprotein [Hepatitis C virus subtype lb] 


O O A 


A 

u . 


A 

0 


qb 1 ABR18850 . 1 | 


polyprotein [Hepatitis C virus] 


Q A A 

890 


0 . 


0 


dbi IBAC66820.1 | 


RNA-dependent RNA polymerase [Hepatitis C virus] 


890 


0 , 


0 


cibi 1 BAD7398b . 1 | 


polyprotein [Hepatitis C virus subtype lb] 


O A A 

890 


0 , 


A 

. 0 


ref 1 ^ P 0014 696o 


3.1 1 polyprotein [Hepatitis C virus qenotype 5... 


O A A 

8 90 


A 

0 . 


A 

, 0 


qb 1 ABV4 o2o9 . 1 1 


polyprotein [Hepatitis C virus subtype la] 


8 90 


A 

u , 


A 

, u 


qb 1 AAL00 900 . 1 | 


polyprotein [Hepatitis C virus subtype lb] 


O A A 

890 


A 

0 . 


A 

, 0 


qb } ABV4 d30z . 1 1 


polyprotein [Hepatitis C virus subtype lb] 


O Q Q 


A 

u . 


A 
. 0 


qbl ABV4 62 38 . 1 | 


polyprotein [Hepatitis C virus subtype lb] 


889 


0 , 


. 0 


qb IABV4 6065.il 


polyprotein [Hepatitis C virus subtype lb] 


o o c 


A 

u . 


A 
. U 


qbl AAD56196.1IAF165061 1 polyprotein [Hepatitis C virus subtype 


Q O Q 


A 

U , 


A 

. U 


dbi j BAA03905.il 


polyprotein precursor [Hepatitis C virus genotyp 


OCA 

00 9 


A 

0 . 


A 

. 0 


dbi IBAC66804.il 


RNA-dependent RNA polymerase [Hepatitis C virus] 


O O A 

88 9 


A 

0 . 


A 

► 0 


dbi IBAA08120.il 


HCV polyprotein [Hepatitis C virus] 


O O A 

889 


0 . 


A 

. 0 


dbi IBAA06303.1I 


polyprotein [Hepatitis C virus] 


O O A 

0 0 9 


A 

0 . 


A 

. 0 


qbl ABV4 6151.il 


polyprotein [Hepatitis C virus subtype lb] 


O O A 

8b9 


0 , 


. 0 


qb|ABV4 6068.1 1 


polyprotein [Hepatitis C virus subtype lb] 


889 


0 , 


. 0 


dbi IBAC66818.il 


RNA-dependent RNA polymerase [Hepatitis C virus] 


889 


0 , 


. 0 


qb|AAF65949.1 IAF207759 1 polyprotein [Hepatitis C virus subtype 


Q Q Q 

0 y 


A 

u . 


A 

. u 


spl P26662 1 POLG 


HCVJA Genome polyprotein [Contains: Core prote... 


O O Q 

oo 9 


A 

U . 


A 
. 0 


qb|ABV46116.1| 


polyprotein [Hepatitis C virus subtype lb] 


O O t!5 

88b 


0 , 


A 

► 0 


qb|ABR27412.1 1 


polyprotein [Hepatitis C virus] 


888 


0 , 


. 0 


dbi 1 BAC66822 . 1 | 


RNA-dependent RNA polymerase [Hepatitis C virus] 


Q Q Q 

boo 


A 

u 


A 

. u 


SPIQ913V3IPOLG 


HCVR6 Genome polyprotein [Contains: Core prote... 


Q Q G 
0 Ob 


A 
U 


A 

, u 


qb|ABV4 6301 . 1 1 


polyprotein [Hepatitis C virus subtype lb] 


O O Q 
OOO 


A 
U 


A 
, U 


qb|ABV46283.1 1 


polyprotein [Hepatitis C virus subtype lb] 


888 


0 


. 0 


qb|AAT40682.1| 


polyprotein [Hepatitis C virus] 


OOO 
OOO 


A 
U 


A 
. U 


qb|AAF65960. 1 IAF207770 1 polyprotein [Hepatitis C virus subtype 


888 


0 


A 

. 0 


dbi IBAA2507 6.1 1 


polyprotein [Hepatitis C virus] 


boo 


A 

0 


A 

. 0 


spl 091 936 1 POLG 


HCVSA Genome polyprotein [Contains: Core prote... 


ft 

OOO 


A 
U 


n 

. u 


qbl ABV46242.il 


polyprotein [Hepatitis C virus subtype lb] • 


887 


0 


.0 


Qbl ABV4 6233.il 


polyprotein [Hepatitis C virus subtype lb] 


887 


0 


.0 



Alignments 



>ref|YP 001469630.11 polyprotein [Hepatitis C virus genotype 2] 

gb|AAF^1178.1|AF177036 1 polyprotein [Hepatitis C virus subtype 2a] 
Lengtli=3033 

Score = 1122 bits (2903), Expect = 0.0 

Identities = 569/570 (99%), Positives = 570/570 (100%), Gaps == 0/570 (0%) 
Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 

Sbjct 2443 S 2502 

Query 184 DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 363 

Sbjct 2503 2562 

Query 364 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 54 3 

Sbjct 2563 2622 

Query 54 4 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 

Sbjct 2623 2682 

Query 724 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVJcal 903 

Sbjct 2683 2742 

Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 2743 2802 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 
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Query 
Sbjct 


1084 
2803 


ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 


1263 
2862 


Query 
Sbjct 


1264 
2863 ■ 


ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 


1443 
2922 


Query 
Sbjct 


1444 
2923 


ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 


1623 
2982 


Query 
Sbjct 


1624 
2983 


EARLLDLSSWFTVGAGGGDI YHSVSRARPR 1713 

: 3012 




>gb|AAy24375. 

Length=589 


.11 polyprotein [Hepatitis C virus] 




Score = 1119 bits (2894), Expect = 0.0 

Identities = 567/568 (99%), Positives = 568/568 (100%), Gaps = 0/568 (0%) 
Frame = +1 




Query 
Sbjct 


10 
1 


SYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVLDS 
. . S . . 


189 
60 


Query 
Sbjct 


190 
61 


YYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIKSV 


369 
120 


Query 
Sbjct 


370 
121 


WKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQKL 


549 
180 


Query 

Sbjct 


550 
181 


PQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIYRA 


729 
240 


Query 
Sbjct 


730 
241 


CSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkalaa 


909 
300 


Query 
Sbjct 


910 

301 


ckaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDLEL 


1089 
360 


Query 
Sbjct 


1090 
361 


ITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIWAR 


1269 
420 


Query 
Sbjct 


1270 
421 


MVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPHEL 


1449 
480 


Query 
Sbjct 


1450 
481 


TRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLPEA 


1629 
540 


Query 
Sbjct 


1630 
541 


RLLDLSSWFTVGAGGGDI YHSVSRARPR 1713 
568 




>gb|AAY24373, 

Length=591 


.11 polyprotein [Hepatitis C virus] 




Score = 1119 bits (2894), Expect = 0.0 

Identities = 567/570 (99%), Positives = 569/570 (99%), Gaps = 0/570 (0%) 
Frame = +1 




Query 
Sbjct 


4 
1 


SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 
S 


183 
60 


Query 
Sbjct 


184 
61 


DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 


363 
120 


Query 
Sbjct 


364 
121 


SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 
Q 


543 
180 


Query 
Sbjct 


544 
181 


KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 


723 
240 


Query 
Sbjct 


724 
241 


RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 


903 
300 


Query 
Sbjct 


904 
301 


aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 


1083 
360 


Query 
Sbjct 


1084 
361 


ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 


1263 
420 


Query 
Sbjct 


1264 
421 


ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 


1443 
480 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 1 0/22/07 



6 



Query 14 4 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 1623 

Sbjct 481 i 540 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 

Sbjct 541 570 



>sp| P26660 I P0LG_HCVJ6 Genome polyprotein [Contains: Core protein p21 (Capsid protein 
C) {p21); Core protein pl9; Envelope glycoprotein El (gp32) 
(gp35); Envelope glycoprotein E2 (NSl) (gp68) (gp70) ; p7; 
Protease NS2-3 (p23) ; Serine protease/NTPase/helicase NS3 (Hepacivirin) 
(NS3P) (p70); Non-structural protein 4A {NS4A) (p8) ; 
Non-structural protein 4B (NS4B) (p27) ; Non-structural 
protein 5A {NS5A) {p56) ; RNA-directed RNA polymerase (NS5B) 
(p68) ] 

dbj IBAA00792 . 1 1 polyprotein [Hepatitis C virus] 
Length=3033 

Score = 1113 bits (2878), Expect = 0.0 

Identities = 562/570 (98%), Positives = 569/570 (99%), Gaps = 0/570 (0%) 
Frame = +1 



Query 
Sbjct 


4 

2443 


SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 
... .8 S A. 


183 
2502 


Query 
Sbjct 


184 
2503 


DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 


363 
2562 


Query 
Sbjct 


364 
2563 


SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 


543 
2622 


Query 
Sbjct 


544 
2623 


KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 


723 
2682 


Query 
Sbjct 


724 
2683 


RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 


903 
2742 


Query 
Sbjct 


904 
274 3 


aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 


1083 
2802 


Query 
Sbjct 


1084 
2803 


ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 


1263 
2862 


Query 
Sbjct 


1264 
2863 


ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 


1443 
2922 


Query 
Sbjct 


1444 
2923 


ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 


1623 
2982 


Query 
Sbjct 


1624 
2983 


EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 
3012 




>gb|AAY24374 

Length=586 


.11 polyprotein [Hepatitis C virus] 




Score = 1110 bits (2870), Expect = 0.0 

Identities = 563/565 (99%), Positives = 564/565 (99%), Gaps = 0/565 (0%) 
Frame = +1 




Query 
Sbjct 


19 
1 


WTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVLDSYYD 
H 


198 
60 


Query 
Sbjct 


199 
61 


SVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIKSVWKD 


378 
120 


Query 
Sbjct 


379 
121 


LLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQKLPQA 


558 
180 


Query 
Sbjct 


559 
181 


VMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIYRACSL 


738 
240 


Query 
Sbjct 


739 
241 


PEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkalaacka 


918 

300 


Query 
Sbjct 


919 
301 


agiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDLELITS 


1098 
360 


Query 
Sbjct 


1099 
361 


CSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIWARMVL 


1278 
420 
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Query 127 9 MTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPHELTRV 14 58 

Sbjct 421 480 

Query 14 59 ASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLPEARLL 1638 

Sbjct 481 540 

Query 1639 DLSSWFTVGAGGGDIYHSVSRARPR 1713 

Sbjct 541 565 

>dbj IBAB32874 , 1 1 polyprotein [Hepatitis C virus] 
Length=3033 

Score = 1108 bits (2867), Expect = 0.0 

Identities - 557/570 (97%), Positives = 568/570 (99%), Gaps = 0/570 (0%) 
Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 

Sbjct 2443 S S 2502 

Query 184 DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 363 

Sbjct 2503 .A K...L 2562 

Query 364 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 543 

Sbjct 2563 Q V. . 2622 

Query 54 4 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 

Sbjct 2623 ' T 2682 

Query 72 4 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 903 

Sbjct 2683 S A../ 2742 

Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 2743 V 2802 

Query 1084 ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 1263 

Sbjct 2803 A 2862 

Query 12 64 ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 14 4 3 

Sbjct 2863 S.. 2922 

Query 144 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 1623 

Sbjct 2923 2982 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 

Sbjct 2983 3012 



>pdb|lYUY|A kI Chain A, Hepatitis C Virus Ns5b Rna-Dependent Rna Polymerase 
Genotype 2a 

pdb|lYV2|A S Chain A, Hepatitis C Virus Ns5b Rna-Dependent Rna Polymerase 
Genotype 2a 

pdbl lYVXIA Chain A, Hepatitis C Virus Rna Polymerase Genotype 2a In Complex 
With Non- Nucleoside Analogue Inhibitor 

pdbllYVZ |A Chain A, Hepatitis C Virus Rna Polymerase Genotype 2a In Complex 
With Non- Nucleoside Analogue Inhibitor 
Length=570 

Score = 1107 bits (2862), Expect = 0.0 

Identities = 5,57/570 (97%), Positives = 568/570 (99%), Gaps = 0/570 (0%) 

Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 
Sbjct 1 ....S S 60 

Query 184 DS YYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 3 63 
Sbjct 61 .A S L 120 

Query 364 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 543 
Sbjct 121 Q v.. 180 

Query 54 4 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 
Sbjct 181 240 

Query 72 4 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 903 
Sbjct 241 Q R S 300 
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Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 301 V 360 

Query 1084 ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 12 63 

Sbjct 361 420 

Query 12 64 ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 14 4 3 

Sbjct 421 V S 480 

Query 14 4 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 1623 

Sbjct 481 540 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713' 

Sbjct 541 570 

>gb|AAF59943.1|AF238484 1 polyprotein [Hepatitis C virus subtype 2a] 

Length=3033 ~ 

Score = 1102 bits (2849), Expect = 0.0 

Identities = 553/570 (97%), Positives = 567/570 (99%), Gaps = 0/570 (0%) 
Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 

Sbjct 2443 ....S S T. . , 2502 

Query 184 DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 363 

Sbjct 2503 .AH N V 2562 

Query 364 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 54 3 

Sbjct 2563 Q V. . 2622 

Query 54 4 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 

Sbjct 2623 D R 2682 

Query 724 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 903 

Sbjct 2683 Q R 2742 

Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 2743 V I 2802 

Query 1084 ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 12 63 

Sbjct 2803 V. 2862 

Query 12 64 ARMVLMTHFFSILMAQDTLDQl^LNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 14 43 

Sbjct 2863 S 2922 

Query 14 4 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLlSRGGRAAVCGRYLFNWAVKTKLKLTPLP 1623 

Sbjct 2923 2982 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 

Sbjct 2983 3012 

>gb|AAF25613.1|AF169005 1 polyprotein [Hepatitis C virus subtype 2a] 
Length=3033 

Score = 1100 bits (2844), Expect = 0.0 

Identities = 551/570 (96%), Positives = 565/570 (99%), Gaps = 0/570 (0%) 
Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 

Sbjct 2443 . . . .S S 2502 

Query 184 DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 363 

Sbjct 2503 .AH S L 2562 

Query 3 64 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 54 3 

Sbjct 2563 Q A V. . 2622 

Query 54 4 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 

Sbjct 2623 2682 

Query 724 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 903 

Sbjct 2683 L I. . . 2742 

Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 2743 , . .V 2802 

Query 1084 ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 1263 

Sbjct 2803 X LS 2862 
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Query 12 64 ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 14 4 3 

Sbjct 2863 V X S.. 2922 

Query 14 4 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 1623 

Sbjct 2923 1 2982 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 ' 

Sbjct 2983 3012 

>gb|AAF59942 . 1 1 AF238483 1 polyprotein [Hepatitis C virus subtype 2a] 
Length=3033 

Score = llOO'bits (2844), Expect = 0.0 

Identities = 554/570 (97%), Positives = 566/570 (99%), Gaps = 0/570 (0%) 
Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 

Sbjct 2443 S S 2502 

Query 184 DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 3 63 

Sbjct 2503 .AH S L 2562 

Query 364 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 54 3 

Sbjct 2563 Q. 2622 

Query 54 4 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 

Sbjct 2623 L 2682 

Query 724 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 903 

Sbjct 2683 L S 2742 

Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 2743 V 2802 

Query 1084 ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 12 63 

Sbjct 2803 N.L 2862 

Query 12 64 ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 14 4 3 

Sbjct 2863 S ' S.. 2922 

Query 14 4 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 1623 

Sbjct 2923 T 2982 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 

Sbjct 2983 3012 

>cibj IBAB32877 . 1 1 polyprotein [Hepatitis C virus] 
Length=3033 

Score = 1100 bits (2844), Expect = 0.0 

•Identities = 551/569 (96%), Positives = 566/569 (99%), Gaps = 0/569 (0%) 
Frame = +1 

Query 7 MSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVLD 186 

Sbjct 2444 ...S S 2503 

Query 187 SYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIKS 366 

Sbjct 2504 A S L 2563 

Query 367 VWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQK 54 6 

Sbjct 2564 Q V. . . 2623 

Query 54 7 LPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIYR 72 6 

Sbjct 2624 ; D.RE Q 2683 

Query 727 ACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkala 906 

Sbjct 2684 L A 2743 

Query 907 ackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDLE 108 6 

Sbjct 2744 V , 2803 

Query 1087 LITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIWA 12 66 

Sbjct 2804 V 2863 

Query 12 67 RMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPHE 14 4 6 

Sbjct 2864 S S- . . 2923 

Query 14 4 7 LTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLPE 1626 
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Sbjct 2924 1 2983 

Query 1627 ARLLDLSSWFTVGAGGGDI YHSVSRARPR 1713 

Sbjct 2984 3012 

>gb|AAF59940.1|AF238481 1 polyprotein [Hepatitis C virus subtype 2a] 

Length=»3033 " 

Score = 1098 bits (2840), Expect = 0.0 

Identities = 553/570 (97%), Positives = 563/570 (98%), Gaps = 0/570 (0%) 
Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 

Sbjct 2443 S A 2502 

Query 184 DSYYDSVLKDIKL7\ASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 363 

Sbjct 2503 .AH.H S L 2562 

Query 364 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 54 3 

Sbjct 2563 Q V. . 2622 

Query 544 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 

Sbjct 2623 2682 

Query 724 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 903 

Sbjct 2683 L R 2742 

Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 2743 V * 2802 

Query 1084 ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 12 63 

Sbjct 2803 2862 

Query 12 64 ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 14 4 3 

Sbjct 2863 V S 2922 

Query 14 4 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 1623 

Sbjct 2923 T H I 2982 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 

Sbjct 2983 3012 



>dbj IBAB32873.1 I polyprotein [Hepatitis C virus] 
Length=3033 

Score = 1095 bits (2833), Expect = 0.0 

Identities = 553/570 (97%), Positives = 564/570 (98%), Gaps = 0/570 (0%) 
Frame = +1 

Query 4 SMSYTWTGALITPCSPEEEKLPINPLSNSLLRYHNKVYCTTTKSASLRAKKVTFDRMQVL 183 

Sbjct 2443 S S S 2502 

Query 184 DSYYDSVLKDIKLAASKVTARLLTMEEACQLTPPHSARSKYGFGAKEVRSLSGRAVNHIK 363 

Sbjct 2503 .A S L 2562 

Query 364 SVWKDLLEDSETPIPTTIMAKNEVFCVDPTKGGKKAARLIVYPDLGVRVCEKMALYDITQ 54 3 

Sbjct 2563 Q A P...., V. . 2622 

Query 544 KLPQAVMGASYGFQYSPAQRVEFLLKAWAEKKDPMGFSYDTRCFDSTVTERDIRTEESIY 723 

Sbjct 2623 R 2682 

Query 724 RACSLPEEAHTAIHSLTERLYVGGPMFNSKGQTCGYRRCRASGVLTTSMGNTITCYVkal 903 

Sbjct 2683 Q R S 2742 

Query 904 aackaagiiaPTMLVCGDDLVVISESQGTEEDERNLRAFTEAMTRYSAPPGDPPRPEYDL 1083 

Sbjct 2743 2802 

Query 108 4 ELITSCSSNVSVALGPQGRRRYYLTRDPTTPIARAAWETVRHSPVNSWLGNIIQYAPTIW 1263 

Sbjct 2803 S 2862 

Query 12 64 ARMVLMTHFFSILMAQDTLDQNLNFEMYGAVYSVSPLDLPAIIERLHGLDAFSLHTYTPH 14 4 3 

Sbjct 2863 V S 2922 

Query 14 4 4 ELTRVASALRKLGAPPLRAWKSRARAVRASLISRGGRAAVCGRYLFNWAVKTKLKLTPLP 1 623 

Sbjct 2923 2982 

Query 1624 EARLLDLSSWFTVGAGGGDIYHSVSRARPR 1713 

Sbjct 2983 3012 
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